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We report the crystal structure of a conserved hypothetical protein, Rv0390, from Mycobacterium tuberculosis. The
initial phase information was obtained by SAD method using Br derivative and the resulting model was refined to a
final R factor of 17.5% and free-R factor of 21.8% at 1.8A resolution. The overall structure of Rv0390 consists of
one central parallel five-stranded [-sheet surrounded by a-helices on both sides. The sequence of Rv0390 is
homologous to the uncharacterized rhodanese homology domain (RHOD_1) super family. Its 3-dimensional
structure is similar to that of sulfurtransferase, which is also a member of the rhodanese family. A detailed structure
description and a hypothetical function of Rv0390 will be presented.



