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Multiwavelength Anomalous Diffraction (MAD) and Singlewavelength Anomalous Diffraction (SAD)
phasing at ultra high energy X-rays, 55 keV, are used to successfully determine a high quality and high
resolution experimental electronic density map. The 2.5 % anomalous signal, at the Ho K edge, from three
Ho atoms found in the model protein, Hen Egg-White Lysozyme, was sufficient to obtain a remarkable
electron density and build the 3D molecular model in its integrity. Advantages and disadvantages on the
use of ultra high energy X-rays are discussed in light of radiation damage problems and phasing power.



