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Azo dyes are a class of colorants used in tattooing, cosmetics, foods, and consumer products. In bacteria, azo dyes 
are mainly metabolized by azoreductases to colorless aromatic amines, some of which are carcinogenic. The crystal 
structure of AzoA from E. faecalis has been determined to 2.0 Å. AzoA has a broad spectrum of substrate specificity 
and is capable of degrading a wide variety of azo dyes. The structure was determined by single wavelength 
anomalous scattering from Se-Met labeled protein using the UGA Sca2Structure pipeline. The AzoA structure is a 
dimer with an FMN molecule bound to each monomer. The AzoA monomer shows the typical NAD(P)-binding 
Rossmann fold with the FMN cofactor lying on top of the C-terminal end of the central β–sheet, inside a positively 
charged pocket. The FMN phosphoribityl moiety is buried deeply within the protein while the FMN isoalloxazine 
ring remains partially accessible to the solvent.  


