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Fluidigm® Corporation has developed and commercialized the TOPAZ® system for protein crystallization. 
Crystallization in TOPAZ chips is effected through microfluidic free-interface diffusion (FID). Current 
commercially available TOPAZ microfluidic chips provide the means to screen for crystallization conditions in sub-
nanoliter volumes. As part of the ongoing development of the TOPAZ system, Fluidigm has also developed chips 
that allow users to grow crystals of sufficient size for diffraction data collection. Data can be collected from crystals 
extracted from the chips, and also directly from sections of the chip without extraction. Mounting devices 
compatible with standard cryovials have been developed to allow sections from the chip to be cryo-cooled directly 
in liquid nitrogen or in a cryostream. X-ray diffraction data can be collected directly from the cooled crystals. Data 
from diffraction experiments, collected in collaboration with researchers at the ALS, will be presented from crystals 
located within the chips and will be compared with data collected from equivalent crystals extracted from the chip.  


